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RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 



Source: & ' ' 

Date Processed by STIC: /f/ A 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THK^RINTOyT, WITII A 
NOTICE TO COMPLY — " ~" ~ — ^ 

FOR CRF SUBMISSION QUESTIONS^PtEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 c-mail help: patin21 hcln (5hisnto.gov or phone 703-306-41 19 (R. Wax) 
PATENTIN 3.0 c-mail help: patin3licln@usnto.gov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST 25 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 
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RAW SEQUENCE LISTING DATE: 11/26/2001 

PATENT APPLICATION US/09/892,613 TIME: 02:32:09 

INPUT SET: S36677.raw 



This Raw Listing contains the General 
Information Section and those Sequences 
containing ERRORS. 



SEQUENCE LISTING 



(1) General Information 



Jred - 




^QUENCESTOLLOW: 

2) INFORMATION FOR SEQ ID NO : 1 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: ^^ J > ^^Qj^- ^ifaC ^ (^X* 

B) TYPE: nucleic acid TvcJ&f 

C) . STRANDEDNESS : single Q 

(D) TOPOLOGY: linear r- 

(ii) MOLECULE TYPE: DNA (oligonucleotide) ) 
(xi) SEQUENCE D ESCRIPTIO N: SEQ ID NO : 1 : / 



^G> xy4* V^rv^> 

$ef /Wctck&A Template 



orrected Diskette Needed 




FR-patched RFB4 




f Full lenatlfyfefiN Asequence (SEQ ID no. 1) 

gaagtgcagctgctggaSTC 

CTCCTTCAGTATCTATGACATGTCTTGGGTTCGCCAGGCACCGGGAAAGGGGCTGGAGTGGGTCGCATACATTAGTAGTG 
GTGGTGGTACCACCTACTATCCAGACACTGTGAAGGGCCGATTCACCATCTCCAGAGACAATGCCAAGAACTCCCTGTAC 
CTGCAAATGAACAGTCTGAGGGTGGAGGACACAGCCTTATATTACTGTGCAAGACATAGTGGCTACGGTAGTAGCTACGG 
GGTTTTGTTTGCTTACTGGGGCCAAGGGACTCTGGTCACTGTCTCTTCA 



Full length amino acid sequence (SEQ ID no. 2): 

EVQLLESGGGLVQPGGSLRLSCAASGFSFS IYDMSWVRQAPGKGLEWVAYI S SGGGTTYYPDTVKGRFTISRDNAKNSLY 
LQMNSLRVEDTALYYCARHSGYGSSYGVLFAYWGQGTLVTVSS 

N- terminal sense strand template DNA sequence (SEQ ID no. 3): 

CCTGGAGGGTCCCTGAGGCTCTCCTGTGCAGCCTCTGGATTCTCCTTCAGTATCTATGACATGTCTTGGGTTCGCCAGGC 
ACCGGGAAAGGGGCTGGAGTGGGTCGCATAC 



4 





Pri mer_ f or N-template^ ASEQ ID no. 4) 

I3TGCAGCTGCTGGAGTCTGGGGGAGGCTTAGTGCAGCCTGGAGGGTCCCTGAGG 

„— oyL { n % i 

rimer for N-templatej (SEQ ID no. 5) 

^Sgtggtaccaccaccactactaatgtatgcgacccactccagccc 




v."-- 




CXKGRAL B^TOKJ-CATK**.. 
OATnJCAKT.''- »• * 
« TTTU OPWVDSfTlOt* 
«10 NUMBCX OP reoucxxs: 
«y) Op»£SrONDONKX ADORESS: 
CAJ AOORESSEE: 

<m mgr. 

•OCJTT: 
COl STATE; 
CDCOUNTRV: 

ff>nrs 

M COMPUTE* READABLE IORK 

CUWECCUHTYTC: 

(BlOOMTVrEK: 
' fO OfOUTlMC mrtK 
CD) SOFTW AAE: 
f«Q CURJtflsfT AmJCATKH DATA : 
<A> AJTUCATION NVMUCR; 
CB) HUNG DATE: 
IO CLASSIFICATION: - 
HO rWO* AJTUCATION DATA •* 
<Ai AJTUCATIOr/NVMBCX: 

CB) FTUNC DATE: 
(*<I0 ATTORNEY/AGENT INFORMATION : 
tAjNAME:* * 

(B) tXCSTtXVOH NUMMX; 
fO REPERENCE/OOCXET NUMBER; 
00 TELECOMMUNICATION INFORMATION: 
CAJTOXniONE: 
(Bl TELEFAX^ 
IQ TELEX 

CJ INFORMATION FOR SEQ 10 NO; X \ 
0) J COGENCE aiAXACTEWSTVCS: 

iaj length > 

(BlTYTfc 

(Q JTRANDCDNESS: 
<D1 TOCOLOGY: 
CrtMOLKUUTYTE: * v' 

cio I nrrdn ceticau . . - 

fivl ANTt -SENSE: 
(H rHACMCWTYTE: 
(*0 ORICINAL SOURCE: 
IAJ ORGANISM. 
(B) STRAIN: 

IO 1NOMOUAL ISOLATE' 

(oi developmental stace 
oiiAnoryrc: 

<F) TISSUE TYPE: 
(QCGLLTYrC: 
00 CELL LING: 
0) ORCANCLLE: 
<*<j) IMMEDIATE SOURCE: 
CAJLTWAXY: 
<BJ CLONE: 

(*<m rosrnoN w cenome.- 

(A) ClIROMOSOME/SECMENT; 
<D» MAT room ON: 
(O UMTS: 
0 <0 FEATURE: 

<A)NAM^/K£Y: 
(Bl LOCATION: 

CO I0GNTU1CATION MCTtlOa 
CO! 0TI IER INTORMATION: 
✓ U) rUBUCATWM INFORMATION: 
CA) AtnilORS: 
(D) TITLE* 
tO JOURNAL* 
COl VOLUME- 
CD ISSUE- 
CD rACES: 
(QOATTL- 

Oil DOCUMENT NUMUEJt; 
0) FILING OATE: . 
0 » rUNJCATION DATE* 
OQ RELEVANT RESIDUES : 
UO SEQUENCE DCSOUmON: SCO IO NO.X 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/892,613 



DATE: 11/26/2001 
TIME: 02:32:10 




■ -> 
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INPUT SET: S36677. raw 
C-terminal sense strand template DNA sequence (SEQ ID no. 6) : 

TTCACCATCTCCAGAGACAATGCCAAGAACTCCCTGTACCTGCAAATGAACAGTCTGAGGGTGGAGGACACAGCCTTATA 
TTACTGTGCAAGACATAGTGGCTACGGTAGTAGCTACGGGGTTTTGTTTGCT 

5' Primer for C- template (SEQ ID no. 7) 

GGTGGTACCACCTACTATCCAGACACTGTGAAGGGCCGATTCACCATCTCCAGAGACAAT 
3' Primer for C- template (SEQ ID no. 8) 

TGAAGAGACAGTGACCAGAGTCCCTTGGCCCCAGTAAGCAAACAAAACCCCGTAGCT 



Joining site: Kpnl . v 



VK: 



?j0 




Full length cDNA sequence (SEQ ID no. 9) 

GATATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCCTCTGTGGGAGACAGAGTCACCATTAGTTGCAGGGCAAGTCA 
GGACATTAGCAATTATTTAAACTGGTATCAGCAGAAACCAGGTAAGGCTCCGAAACTCCTGATCTACTACACTAGTATAT 
TACACTCAGGAGTCCCATCAAGGTTCAGTGGCAGTGGGTCTGGAACAGAATTTACTCTCACCATTAGCTCCCTGCAGCCA 
GAAGATTTTGOCACTTACTTTTGCCAACAGGGTAATACGCTTCCGTGGACGT 

Full Hengty ^amino acid/sequence (SEQ^ID^io .^10) 4?** 
DIQMTQSPSSLSASVGDRVTISCRASQDISNYLNWYQQKPGKAPKLLIYYTS 
EDFATYFCQQGNTLPWTFGGGTKVEIK ^i^cut^U^ it-tA 

J T- terminal sense st rand jtempla^^^A^ sequence (SEQ ID no. 11) 

TCTGCCTCTdtfdGGAUAl!^ 
GCAGAAACCAGGTAAGGCTCCGAAACTC / / J i 

(SEQ IDno. 12) J^T^L^T VleW % U^^H 

C- terminal sense strand template DNA sequence (SEQ ID no. 14) + e*v±£>L*w 

CCATCAAGGTTCAGTGGCAGTGGGTCTGGAACAGAATTTACTCTCACCATTAGCTCCCTGCAGCCAGAAGATTTWTGCCAC 




(s* Prim er for_N template 

gatatccSGStgacccagtctccatcctccctgtctgcctctgtgggagac 

3' Primer for N- template (SEQ ID no. 13) 

atatactagtgtagtagatcaggagtttcggagccttacc 



ttacttttgccaacagggtaatacgcttccgtggacgttc 



^ — * ~ 

V 5 f P r imer for C- tempi ate >(SEQ ID no. 15) 

CTACACTASTATATTACACTCAGGAGTCCCATCAAGGTTCAGTGGCAGT 




3' Primer for C-templat 

TTTGATTTCCACCTTGGTGCCTC 



Joining site: Spel A ( CTAG ( T 



FR- Patched chimeric 1F5 



VH: 



Full length cDNA sequence (SEQ ID no. 17) 



.GCGTATT 



£*C>Ux&<J JWa***&> <?W**£e& '&y<> /L 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/892,613 



DATE: 11/26/2001 
TIME: 02:32:10 



INPUT SET: S36677.raw 
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--> 139 

140 
141 
142 

--> 143 

144 
145 



CAGGTGCAACTGGTGGCTTCCGGGGCTGAGGTAAATAAGCCTGGGGCCTCAGTGAAGGTCTCCTGCAAGGCTTCTGGCTA 
CACATTTACCAGTTACAATATGCACTGGGTACGGCAGCCTCCTGGAAGGGGCCTGGAATGGATTGGAGCTATTTATCCAG 
GAAATGGTGATACTAGTTACAATCAGAAATTCAAGGGCAAGGCCACATTGACTGCAGACAAATCCTCCAGCACAGCCTAC 
ATGCAGCTCAGCAGTCTGACATCTGAGGACTCTGCGGTCTATTACTGTGCAAGATCGCACTACGGTAGTAACTACGTAGA 
CTACTTTGACTACTGGGGCCAAGGCACCACTGTTACAGTCTCCTCTGATCA 

Full-length amino acid sequence (SEQ ID no. 18) : 

QVQLVASGAEWKPGASVKVSCKASGYTFTSYNMHWVRQPPGRGLEWIGAIYPGNGDTSYNQKFKGKATLTADKSSSTAY 
MQLSSLTSEDSAVYYCARSHYGSNYVDYFDYWGQGTTVTVSSD 

No nterminal sense strand /template DNA sequence (SEQ ID no* 19) : 

AATAAGCCTGGGGCCTCAGTGA^feGTCTCCTGCAAGGCTTCTGGCTACACATTTACCAGTTACAATATGCACTGGGTACG 
GCAGCCTCCTGGAAGGGGCCTGGAATGGATTGGA 

5' Primer for N- template (SEQ ID no, 20) 

CAGGTGCAACTGGTGGCTTCCGGGGCTGAGGTAAATAAGCCTGGGGCCTCAGTGAAG 
3' Primer for N- template (SEQ ID no. 21) 

TGTAACTAGTATCACCATTTCCTGGATAAATAGCTCCAATCCATTCCAGGCCCCT 

C- terminal sense strand template DNA sequence (SEQ ID no. 22) : 

TTGACTGCAGACAAATCCTCCAGCACAGCCTACATGCAGCTCAGCAGTCTGACATCTGAGGACTCTGCGGTCTATTACTG 
TGCAAGATCGCACTACGGTAGTAACTACGTAGACTACTTTGACTAC 

5' Primer for C-template (SEQ ID no. 23) 

TGATACTAGTTACAATCAGAAATTCAAGGGCAAGGCCACATTGACTGCAGACAAATCCTCC 
3' Primer for C-template (SEQ ID no. 24) 

TGATCAGAGGAGACTGTAACAGTGGTGCCTTGGCC C CAGTAGTCAAAGTAGTCTACGTA 



GA^ATTCAACTCACACAGTCTCCATCAAGTCTTTCTGCATCTGTGGGGGACAGAGTCACAATTACTTGCAGGGCCAGCTC 
AAGTTTAAGTTTCATGCACTGGTACCAGCAGAAGCCAGGATCCTCCCCCAAACCCTGGATTTATGCCACATCCAACCTGG 
CTTCCGGAGTCCCTAGTCGCTTCAGTGGCAGTGGGTCTGGGACCGAGTTCACTCTCACAATCAGCAGTTTGCAGCCTGAA 
GATTTCGCCACTTATTTCTGGCATCAGTGGAGTAGTAACCCGCTCACGTTCGGTGCTGGGACCAAGCTGACCGTTCTACG 
G 

Full-length amino acid sequence (SEQ ID no. 26) : 

DIQLTQSPSSLSASVGDRVTITCRASSSLSFMHWYQQKPGSSPKPWIYATSNLASGVPSRFSGSGSGTEFTLTISSLQPE 
DFATYFCHQWS SNPLTFGAGT KLTVLR 

N- terminal sense strand template DNA sequence (SEQ ID no. 27): 

TCAAGTCTTTCTGCATCTGTGGGGGACAGAGTCACAATTACTTGCAGGGCCAGCTCAAGTTTAAGTTTCATGCACTGGTA 
CCAGCAGAAGCCAGGATCCTCCCCCAAACCCTGGATTTATGCCACATCC 

5' Primer for N- template (SEQ ID no. 28) : 

GATATTCAACTCACACAGTCTCCATCAAGTCTTTCTGCATCTGTG 




1 



PAGE: 4 RAW SEQUENCE LISTING DATE: 1 1/26/2001 

PATENT APPLICATION US/09/892, 613 TIME: 02:32: 1 1 

INPUT SET: S36677.raw 

--> 146 3' Primer for N-template (SEQ ID no. 29): 

14 7 GGACTCCGGAAGCCAGGTTGGATGTGGCATAAATCCAGGG 
148 

--> 14 9 C- terminal sense strand template DNA sequence (SEQ ID no. 30) : 

150 TTCAGTGGCAGTGGGTCTGGGACCGAGTTCACTCTCACAATCAGCAGTTTGCAGCCTGAAGATTTCGCCACTTATTTCTG 

151 CCATCAGTGGAGTAGTAACCCGCTCACGTTCGGTGCTGGG 
152 

--> 153 5' Primer for C-template (SEQ ID no. 31): 

154 GGCTTCCGGAGTCCCTAGTCGCTTCAGTGGCAGTGGGTCTGGG 
155 

--> 156 3' Primer for C-template (SEQ ID no. 32): 

157 CCGTAGAACGGTCAGCTTGGTCCCAGCACCGAACGTGAGCGG 
158 

159 Joining site: BspEI 

160 

161 



